
SEQUENCE LISTING 

<110> DAI, KE¥-SHW0 

<120> HUMAN SACH-RELATED VARIANTS ASSOCIATED WITH CANCERS 

<130> U 014797-5 

<140> 10/653,680 

<141> 2003-09-02 

<160> 6 

<170> Patentin version 3.2 

<210> 1 

<211> 1960 

<212> DNA 

<213> ARTIFICIAL 

<220> 

<223> UNKNOWN 



<220> 

<221> CDS 

<222> (345) . . (761) 

<4'00> 1 



ggcacgaggc 


ttctggccag 


ggaacgtgga 


aggcgcaccg 


acagggatcc 


ggccagggag 


• 60 


ggcgagtgaa 


agaaggaaat 


cagaaaggaa 


gggagttaac 


aaaataataa 


aaacagcctg 


120 


agccacggct 


ggagagaccg 


agacccggcg 


caagagagcg 


cagccttagt 


aggagaggaa 


180 


cgcgagacgc 


ggcagcgcag 


agcgcgcagc 


agcagcagca 


gcagcagcag 


cagcagcagc 


240 


aggcgccgca 


gctgagaccg 


gcggccgacg 


gccagccctc 


agggggcggt 


cacaagtcag 


300 


cgcccaagca 


agtcaagcga 


cagcgctcgt 


cttcgcccga 


actg atg cgc tgc aaa 


356 



Met Arg Cys Lys 
1 

cgc egg etc aac ttc age ggc ttt ggc tac age etg ccg cag cag eag 404 
Arg Arg Leu Asn Phe Ser Gly Phe Gly Tyr Ser Leu Pro Gin Gin Gin 
5 10 15 20 

ccg gcc gee gtg gcg cgc cgc aac gag cgc gag cgc aac cgc gtc aag 452 
Pro Ala Ala Val Ala Arg Arg Asn Glu Arg Glu Arg Asn Arg Val Lys 
25 30 35 

ttg gtc aac ctg ggc ttt gcc acc ctt egg gag cac gtc ccc aac ggc 500 
Leu Val Asn Leu Gly Phe Ala Thr Leu Arg Glu His Val Pro Asn Gly 
40 45 50 

gcg gcc aac aag aag atg agt aag gtg gag aca ctg cgc teg gcg gtc 548 
Ala Ala Asn Lys Lys Met Ser Lys Val Glu Thr Leu Arg Ser Ala Val 
55 60 65 

gag tac ate cgc gcg ctg cag cag ctg ctg gac gag cat gac gcg gtg 596 
Glu Tyr lie Arg Ala Leu Gin Gin Leu Leu Asp Glu His Asp Ala Val 



70 75 80 

age gcc gcc ttc cag gca ggc gtc ctg teg ccc acc ate tec ccc aac 644 
Ser Ala Ala Phe Gin Ala Gly Val Leu Ser Pro Thr lie Ser Pro Asn 
85 90 95 100 

tac tec aac gac ttg aac tee atg gcc ggc teg ccg gtc tea tec tae 692 
Tyr Ser Asn Asp Leu Asn Ser Met Ala Gly Ser Pro Val Ser Ser Tyr 
105 110 115 

teg teg gac gag ggc tct tac gac ccg etc age ccc gag gag cag gag 740 
Ser Ser Asp Glu Gly Ser Tyr Asp Pro Leu Ser Pro Glu Glu Gin Glu 
120 125 130 

ctt etc gac tte ace aac tgg ttctgagggg eteggeetgg tcaggecetg 791 
Leu Leu Asp Phe Thr Asn Trp 
135 



gtgcgaatgg 


aetttggaag 


eagggtgate 


gcaeaaectg 


catetttagt 


getttettgt 


851 


cagtggcgtt 


gggaggggga 


gaaaaggaaa 


agaaaaaaaa 


agaagaagaa 


gaagaaaaga 


911 


gaagaagaaa 


aaaacgaaaa 


cagtcaacca 


accccatege 


caaetaagcg 


aggcatgeet 


971 


gagagacatg 


getttcagaa 


aacgggaagc 


gc'tcagaaca 


gtatctttgc 


actccaatca 


1031 


ttcaeggaga 


tatgaagage 


aactgggacc 


tgagtcaatg 


cgcaaaatgc 


agcttgtgtg 


1091 


caaaagcagt 


gggctectgg 


cagaagggag 


cagcacacgc 


gttatagtaa 


etceeateae 


1151 


etctaacacg 


eacagetgaa 


agttcttgct 


egggteeett 


eaceteeeeg 


ecetttctta 


1211 


gagtgcagtt 


ettageeetc 


tagaaaegag 


ttggtgtctt 


tegtcteagt 


ageeceeacc 


1271 


ccaataaget 


gtagacattg 


gtttacagtg 


aaactatgct 


attctcagee 


etttgaaaet 


1331 


ctgettctec 


tccagggcee 


gatteceaaa 


ccccatggct 


teecteacae 


tgtettttct 


1391 


aecattttea 


ttatagaatg 


cttccaatet 


tttgtgaatt 


ttttattata 


aaaaatetat 


1451 


ttgtatctat 


cctaaccagt 


tcggggatat 


attaagatat 


ttttgtacat 


aagagagaaa 


1511 


gagagagaaa 


aatttataga 


agttttgtae 


aaatggttta 


aaatgtgtat 


atcttgatac 


1571 


tttaacatgt 


aatgctatta 


cctctgcata 


ttttagatgt 


gtagttcacc 


ttacaactgc 


1631 


aattttcect 


atgtggtttt 


gtaaagaact 


ctcctcatag 


gtgagatcaa 


gaggceacca 


1691 


gttgtactte 


agcaecaatg 


tgtettactt 


tatagaaatg 


ttgttaatgt 


attaatgatg 


1751 


ttattaaata 


etgttcaaga 


agaaeaaagt 


ttatgcaget 


aetgteeaaa 


etcaaagtgg 


1811 


eageeagttg 


gttttgatag 


gttgectttt 


ggagatttct 


attactgcet 


tttttttctt 


1871 


aetgttttat 


tacaaactta 


caaaaatatg 


tataaccctg 


ttttataeaa 


aetagtttcg 


1931 


taataaaact 


ttttectttt 


tttaaaatg 








1960 



<210> 2 
<211> 139 



2 



<212> PRT 

<213> ARTIFICIAL 



<220> 

<223> UNKNOWN 
<400> 2 

Met Arg Cys Lys Arg Arg Leu Asn Phe Ser Gly Phe Gly Tyr Ser Leu 
15 10 15 



Pro Gin Gin Gin Pro Ala Ala Val Ala Arg Arg Asn Glu Arg Glu Arg 
20 25 30 



Asn Arg Val Lys Leu Val Asn Leu Gly Phe Ala Thr Leu Arg Glu His 
35 40 45 



Val Pro Asn Gly Ala Ala Asn Lys Lys Met Ser Lys Val Glu Thr Leu 
50 55 60 



Arg Ser Ala Val Glu Tyr lie Arg Ala Leu Gin Gin Leu Leu Asp Giu 
65 70 75 80 



His Asp Ala Val Ser Ala Ala Phe Gin Ala Gly Val Leu Ser Pro Thr 
85 90 95 



lie Ser Pro Asn Tyr Ser Asn Asp Leu Asn Ser Met Aia Gly Ser Pro 
100 105 110 



Val Ser Ser Tyr Ser Ser Asp Giu Gly Ser Tyr Asp Pro Leu Ser Pro 
115 120 125 



Glu Giu Gin Glu Leu Leu Asp Phe Thr Asn Trp 
130 135 



<210> 3 

<21I> 1994 

<212> DNA 

<213> ARTIFICIAL 

<220> 

<223> UNKNOWN 



<220> 

<221> CDS 

<222> (550) . . (795) 

<400> 3 

ggcacgaggc ttctggccag ggaacgtgga aggcgcaccg acagggatcc ggccagggag 
ggcgagtgaa agaaggaaat cagaaaggaa gggagttaac aaaataataa aaacagcctg 



agccacggct ggagagaccg agacccggcg caagagagcg cagccttagt aggagaggaa 180 

cgcgagacgc ggcagagcgc gttcagcact gacttttgct gctgcttctg cttttttttt 240 

tcttagaaac aagaaggcgc cagcggcagc ctcacacgcg agcgccacgc gaggctcccg 300 

aagccaaccc gcgaagggag gaggggaggg aggaggaggc ggcgtgcagg gaggagaaaa 360 

agcattttca ctttttttgc tcccactcta agaagtctcc cggggatttt gtatatattt 420 

tttaacttcc gtcagggctc ccgcttcata tttccttttc tttccctctc tgttcctgca 480 

cccaagttgg tcaacctggg ctttgccacc cttcgggagc acgtccccaa cggcgcggcc 540 

aacaagaag atg agt aag gtg gag aca ctg cgc teg gcg gtc gag tac ate 591 
Met Ser Lys Val Glu Thr Leu Arg Ser Ala Val Glu Tyr lie 
15 10 

cgc gcg ctg cag cag ctg ctg gac gag cat gac gcg gtg age gee gee 639 
Arg Ala Leu Gin Gin Leu Leu Asp Glu His Asp Ala Val Ser Ala Ala 
15 20 25 30 

ttc cag gca ggc gtc ctg teg ccc ace ate tec cec aac tac tee aac 687 
Phe Gin Ala Gly Val Leu Ser Pro Thr lie Ser Pro Asn Tyr Ser Asn 
35 40 45 

gac ttg aac tec atg gee ggc teg eeg gtc tea tec tac teg teg gac 735 
Asp Leu Asn Ser Met Ala Gly Ser Pro Val Ser Ser Tyr Ser Ser Asp 
50 55 60 

gag ggc tct tac gac ccg etc age ccc gag gag cag gag ctt etc gac 783 
Glu Gly Ser Tyr Asp Pro Leu Ser Pro Glu Glu Gin Glu Leu Leu Asp 
65 70 75 

ttc ace aac tgg ttctgagggg cteggcetgg teaggcectg gtgcgaatgg 835 
Phe Thr Asn Trp 
80 



actttggaag 


cagggtgatc 


gcacaacctg 


catctttagt 


gctttcttgt 


cagtggcgtt 


895 


gggaggggga 


gaaaaggaaa 


agaaaaaaaa 


agaagaagaa 


gaagaaaaga 


gaagaagaaa 


955 


aaaacgaaaa 


cagtcaacca 


accccatcgc 


caactaagcg 


aggcatgcct 


gagagacatg 


1015 


gctttcagaa 


aacgggaagc 


gctcagaaca 


gtatctttgc 


actccaatca 


ttcacggaga 


1075 


tatgaagagc 


aactgggacc 


tgagtcaatg 


cgcaaaatgc 


agcttgtgtg 


caaaagcagt 


1135 


gggctcctgg 


cagaagggag 


cagcacacgc 


gttatagtaa 


ctcccatcac 


ctctaacacg 


1195 


cacagctgaa 


agttettget 


egggtccett 


cacctccccg 


ccctttctta 


gagtgcagtt 


1255 


ettagceetc 


tagaaacgag 


ttggtgtctt 


tegtcteagt 


ageeceeaee 


ecaataaget 


1315 


gtagacattg 


gtttacagtg 


aaactatget 


attctcagcc 


ctttgaaact 


etgettctec 


1375 


tccagggccc 


gattcccaaa 


ccccatggct 


tccctcacac 


tgtcttttct 


accattttca 


1435 


ttatagaatg 


cttccaatct 


tttgtgaatt 


ttttattata 


aaaaatctat 


ttgtatctat 


1495 



cctaaccagt 


tcggggatat 


attaagatat 


ttttgtacat 


aagagagaaa 


gagagagaaa 


1555 


aatttataga 


agttttgtac 


aaatggttta 


aaatgtgtat 


atcttgatac 


tttaacatgt 


1615 


aatgctatta 


cctctgcata 


ttttagatgt 


gtagttcacc 


ttacaactgc 


aattttccct 


1675 


atgtggtttt 


gtaaagaact 


ctcctcatag 


gtgagatcaa 


gaggccacca 


gttgtacttc 


1735 


agcaccaatg 


tgtcttactt 


tatagaaatg 


ttgttaatgt 


attaatgatg 


ttattaaata 


1795 


ctgttcaaga 


agaacaaagt 


ttatgcagct 


actgtccaaa 


ctcaaagtgg 


cagccagttg 


1855 


gttttgatag 


gttgcctttt 


ggagatttct 


attactgcct 


tttttttctt 


actgttttat 


1915 


tacaaactta 


caaaaatatg 


tataaccctg 


ttttatacaa 


actagtttcg 


taataaaact 


1975 


ttttcctttt 


tttaaaatg 










1994 



<210> 4 

<211> 82 

<212> PRT 

<213> ARTIFICIAL 

<220> 

<223> UNKNOWN 
<400> 4 

Met Ser Lys Val Glu Thr Leu Arg Ser Ala Val Glu Tyr lie Arg Ala 
15 10 15 



Leu Gin Gin Leu Leu Asp Glu His Asp Ala Val Ser Ala Ala Phe Gin 
20 25 30 



Ala Gly Val Leu Ser Pro Thr lie Ser Pro Asn Tyr Ser Asn Asp Leu 
35 40 45 



Asn Ser Met Ala Gly Ser Pro Val Ser Ser Tyr Ser Ser Asp Glu Gly 
50 55 60 



Ser Tyr Asp Pro Leu Ser Pro Glu Glu Gin Glu Leu Leu Asp Phe Thr 
65 70 75 80 



Asn Trp 



<210> 5 

<211> 2304 

<212> DNA 

<213> ARTIFICIAL 

<220> 

<223> UNKNOWN 



5 



<220> 

<221> CDS 

<222> (569) . . (805) 

<400> 5 



ggcacgaggc 


ttctggccag 


ggaacgtgga 


aggcgcaccg 


acagggatcc 


ggccagggag 


60 


ggcgagtgaa 


agaaggaaat 


cagaaaggaa 


gggagttaac 


aaaataataa 


aaacagcctg 


120 


agccacggct 


ggagagaccg 


agacccggcg 


caagagagcg 


cagccttagt 


aggagaggaa 


180 


cgcgagacgc 


ggcagagcgc 


gttcagcact 


gacttttgct 


gctgcttctg 


cttttttttt 


240 


tcttagaaac 


aagaaggcgc 


cagcggcagc 


ctcacacgcg 


agcgccacgc 


gaggctcccg 


300 


aagccaaccc 


gcgaagggag 


gaggggaggg 


aggaggaggc 


ggcgtgcagg 


gaggagaaaa 


360 


agcattttca 


ctttttttgc 


tcccactcta 


agaagtctcc 


cggggatttt 


gtatatattt 


420 


tttaacttcc 


gtcagggctc 


ccgcttcata 


tttccttttc 


tttccctctc 


tgttcctgca 


480 


cccaagttct 


ctctgtgtcc 


ccctcgcggg 


ccccgcacct 


cgcgtcccgg 


atcgctctga 


540 


ttccgcgact 


ccttggccgc 


cgctgcgc atg gaa age tct gcc aag 
Met Glu Ser Ser Ala Lys 


atg gag 
Met Glu 


592 



age ggc ggc gee gge eag cag ccc cag eeg eag ece cag cag ccc tte 640 
Ser Gly Gly Ala Gly Gin Gin Pro Gin Pro Gin Pro Gin Gin Pro Phe 
10 15 20 

ctg ccg ccc gca gcc tgt ttc ttt gcc acg gcc gca gcc gcg gcg gcc 688 
Leu Pro Pro Ala Ala Cys Phe Phe Ala Thr Ala Ala Ala Ala Ala Ala 
25 30 35 40 

gca gcc gcc gca gcg gca gcg cag age gcg cag cag cag eag eag cag 736 
Ala Ala Ala Ala Ala Ala Ala Gin Ser Ala Gin Gin Gin Gin Gin Gin 
45 50 55 

cag eag eag cag cag cag gcg ccg cag ctg aga ccg gcg gcc gae ggc 784 
Gin Gin Gin Gin Gin Gin Ala Pro Gin Leu Arg Pro Ala Ala Asp Gly 
60 65 70 

cag ccc tea ggg gge ggt eac aagteagege ceaageaagt eaagcgaeag 835 
Gin Pro Ser Gly Gly Gly His 
75 

cgctcgtctt cgcccgaact gatgcgctgc aaacgccggc tcaacttcag cggctttggc 895 

tacagcctgc cgcagcagca gctgctggac gagcatgacg cggtgagcgc cgccttccag 955 

gcaggcgtcc tgtcgcccac catctccccc aactactcca acgacttgaa ctccatggcc 1015 

ggctcgccgg tctcatccta ctcgtcggac gagggctctt acgacccgct cagccccgag 1075 

gagcaggagc ttctcgaett caccaactgg ttctgagggg ctcggcctgg tcaggccctg 1135 

gtgegaatgg aetttggaag cagggtgate gcaeaaeetg eatctttagt getttcttgt 1195 

eagtggcgtt gggaggggga gaaaaggaaa agaaaaaaaa agaagaagaa gaagaaaaga 1255 



gaagaagaaa 


aaaacgaaaa 


cagtcaacca 


accccatcgc 


caactaagcg 


aggcatgcct 


1315 


gagagacatg 


gctttcagaa 


aacgggaagc 


gctcagaaca 


gtatctttgc 


actccaatca 


1375 


ttcacggaga 


tatgaagagc 


aactgggacc 


tgagtcaatg 


cgcaaaatgc 


agcttgtgtg 


1435 


caaaagcagt 


gggctcctgg 


cagaagggag 


cagcacacgc 


gttatagtaa 


ctcccatcac 


1495 


ctctaacacg 


cacagctgaa 


agttcttgct 


cgggtccctt 


cacctccccg 


ccctttctta 


1555 


gagtgcagtt 


cttagccctc 


tagaaacgag 


ttggtgtctt 


tcgtctcagt 


agcccccacc 


1615 


ccaataagct 


gtagacattg 


gtttacagtg 


aaactatgct 


attctcagcc 


ctttgaaact 


1675 


ctgcttctcc 


tccagggccc 


gattcccaaa 


ccccatggct 


tccctcacac 


tgtcttttct 


1735 


accattttca 


ttatagaatg 


cttccaatct 


tttgtgaatt 


ttttattata 


aaaaatctat 


1795 


ttgtatctat 


cctaaccagt 


tcggggatat 


attaagatat 


ttttgtacat 


aagagagaaa 


1855 


gagagagaaa 


aatttataga 


agttttgtac 


aaatggttta 


aaatgtgtat 


atcttgatac 


1915 


tttaacatgt 


aatgctatta 


cctctgcata 


ttttagatgt 


gtagttcacc 


ttacaactgc 


1975 


aattttccct 


atgtggtttt 


gtaaagaact 


ctcctcatag 


gtgagatcaa 


gaggccacca 


2035 


gttgtacttc 


agcaccaatg 


tgtcttactt 


tatagaaatg 


ttgttaatgt 


attaatgatg 


2095 


uL.ouuaaai.a 


ctgt t caaga 


agaacaaagt 


ttatgcagct 


actgtccaaa 


ctcaaagtgg 


2155 


cagccagttg 


gttttgatag 


gttgcctttt 


ggagatttct 


attactgcct 


tttttttctt 


2215 


actgttttat 


tacaaactta 


caaaaatatg 


tataaccctg 


ttttatacaa 


actagtttcg 


2275 


taataaaact 


ttttcctttt 


tttaaaatg 








2304 



<210> 6 

<211> 79 

<212> PRT 

<213> ARTIFICIAL 

<220> 

<223> UNKNOWN 
<400> 6 

Met Glu Ser Ser Ala Lys Met Glu Ser Gly Gly Ala Gly Gin Gin Pro 
15 10 15 

Gin Pro Gin Pro Gin Gin Pro Plie Leu Pro Pro Ala Ala Cys Phe Phe 
20 25 30 

Ala Thr Ala Ala Ala Ala Ala Ala Ala Ala Ala Ala Ala Ala Ala Gin 
35 40 45 



Ser Ala Gin Gin Gin Gin Gin Gin Gin Gin Gin Gin Gin Gin Ala Pro 

7 



50 



55 



60 



Gin Leu Arg Pro Ala Ala Asp Gly Gin Pro Ser Gly Gly Gly His 
65 70 75 



8 



